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Figure S10: The distribution of numbers of putative out- (ligands) and in- (receptors) edges in the interactome, generated by the permutation, where
the identities of ligands and receptors are expressed, however their numbers are kept constant. The effects on interaction structures are captured as
numbers of realized connections. Red arrows denote the observed numbers, vertical lines denote the .05 and .95 quantiles. Based on 100,000 permutations.



